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Job Summary 
A Research Associate (RA) position in the field of Bioinformatics -Environmental Microbiology is 
available immediately at the University of British Columbia Centre for Disease Control (UBC 
CDC)/Pathology and Laboratory Medicine. The incumbent will join an interdisciplinary team working 
to develop methods to detect and sequence avian influenza in environmental samples. This will assist 
in understanding transmission of avian influenza in commercial poultry and wild bird populations, and 
to develop an early detection system using environmental samples. 
The project will use next-generation sequencing to generate avian influenza sequence data. As such, 
the successful applicant must demonstrate the ability to generate and analyze next-generation 
sequencing data using the latest bioinformatics and statistical techniques. The successful applicant 
must have the ability to collaborate effectively with a wide range of collaborators, including 
veterinarians, bioinformaticians and microbiologists (environmental and medical). The RA will play an 
important role in the project team, including authoring grants, communicating with stakeholders, and 
disseminating research findings. The RA may also contribute to related environmental, veterinary and 
clinical studies. 
Organizational Status 
The successful candidate will report to the Principal Investigators (Dr. William Hsiao and Natalie 
Prystajecky) in collaboration with the BC Ministry of Agriculture. 

Responsibilities 
- Organizes and oversees sequencing efforts, including sequencing primer design and monitoring 
samples as they move through the sequencing process (liaising with the sequencing centre), and 
data analysis. 
- Quality processing, assembly, and alignment-based annotation of avian influenza whole-genome 
data. 
- Build bioinformatics pipelines and customized user interface to be used by non-bioinformaticians 



- Interprets data in the context of environmental and veterinary data; liaises with collaborators to 
share data on an ongoing basis. 
- Participating in the management and intellectual direction of the overall research program. 
- Regular dissemination of research results through meetings, conferences, and publications. 
- Assists with generating reports to funding agencies and stakeholders. 
- Contribute to grant authorship to secure additional funds. 

Supervision received 
The incumbent will receive supervision directly from the Project Scientists and the Principal 
Investigators as needed. 

Supervision given 
The incumbent will not be required to supervise anyone involved in the research program. If 
opportunity arises to supervise research trainees, such opportunities will be discussed case by case. 

Consequence of error/judgement 
Errors will impact subsequent work on this project. 
Qualifications & Skills: 
Ph.D degree in bioinformatics, microbiology, molecular biology, biochemistry or related field. 
Documented proficiency in analyzing genomic sequencing data is required. Documented experience 
setting up genomic databases is required. Experience in working with complex samples a benefit, as 
is experience working with a multidisciplinary team. 
Other desired qualifications: 
- Ability to work independently in the design and construction of bioinformatics pipelines using a 
workflow engine 
- Familiarity with molecular biology or genomics, and experience using the Illumina next-generation 
sequence platform and the associated computational analysis tools for assembly and annotation. 
- Excellent computational biology skills to perform bioinformatic analyses including sequencing data 
and comparative genome analysis 
- Proficient with Linux, a scripting language such as Python, Perl or PHP, and the ability to develop 
relational databases 
- Ability and desire to work effectively in a team-oriented environment. 
- Demonstrated publication record in the field of microbial genomics. 
- Excellent communication skills and written skills.

. 
Equity and diversity are essential to academic excellence.  An open and diverse community fosters the 
inclusion of voices that have been underrepresented or discouraged.  We encourage applications from 
members of groups that have been marginalized on any grounds enumerated under the B.C. Human 
Rights Code, including sex, sexual orientation, gender identity or expression, racialization, disability, 
political belief, religion, marital or family status, age, and/or status as a First Nation, Metis, Inuit, or 
Indigenous person. 

All qualified candidates are encouraged to apply; however Canadians and permanent residents will be 
given priority. 
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